ILLUMINA WGS ADAPTERS

PE1-NONBC
5 TCCCTACACGACGCTCTTCCGATC*T 3
5 P-GATCGGAAGAGCGTCGTGTAGGGA 3

PE2-NONBC
5 GTTCAGACGTGTGCTCTTCCGATC*T 3
5 P-GATCGGAAGAGCACACGTCTGAAC 3


GENERIC PE1-BC
5 TCCCTACACGACGCTCTTCCGATCTXXX(X)*T 3
5 P-(X)XXXAGATCGGAAGAGCGTCGTGTAGGGA


BARCODED ADAPTERS
[bookmark: _GoBack]
PE1-BC1
5 TCCCTACACGACGCTCTTCCGATCTGCAGAC*T 3
5 P-GTCTGCAGATCGGAAGAGCGTCGTGTAGGGA

PE1-BC2
5 TCCCTACACGACGCTCTTCCGATCTATCA*T 3
5 P-TGATAGATCGGAAGAGCGTCGTGTAGGGA

PE1-BC3
5 TCCCTACACGACGCTCTTCCGATCTTAG*T
5 P-CTAAGATCGGAAGAGCGTCGTGTAGGGA

PE1-BC4
5 TCCCTACACGACGCTCTTCCGATCTCGTCA*T 3
5 P-TGACGAGATCGGAAGAGCGTCGTGTAGGGA

PE1-BC5
5 TCCCTACACGACGCTCTTCCGATCTCTAG*T 3
5 P-CTAGAGATCGGAAGAGCGTCGTGTAGGGA

PE1-BC6
5 TCCCTACACGACGCTCTTCCGATCTGATACA*T 3
5 P-TGTATCAGATCGGAAGAGCGTCGTGTAGGGA

PE1-BC7
5 TCCCTACACGACGCTCTTCCGATCTAGC*T 3
5 P-GCTAGATCGGAAGAGCGTCGTGTAGGGA

PE1-BC8
5 TCCCTACACGACGCTCTTCCGATCTTCGCG*T 3
5 P-CGCGAAGATCGGAAGAGCGTCGTGTAGGGA


BARCODES SEQUENCES
1 GCAGAC*T
2 ATCA*T
3 TAG*T
4 CGTCA*T
5 CTAG*T
6 GATACA*T
7 AGC*T
8 TCGCG*T

GROUP 1-4, 5-8 ARE BASE-BALANCED IN THE FIRST 3 BASES

- FOR 4 SAMPLES, USE FIRST 4 BARCODES ON READ
- FOR 6 SAMPLES, USE FIRST 6 BARCODES ON READ ONE
- FOR 8 SAMPLES, USE ALL 8 BARCODES ON READ ONE
- FOR MORE SAMPLES, USE A COMBINATION OF BARCODES ON READ 1 + INDEXES






PCR PRIMERS

PCR-F
5 AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTT 3

PCR-R
5 CAAGCAGAAGACGGCATACGAGAT-NNNNNN-GTGACTGGAGTTCAGACGTGTGCTCTT 3


(OPTIONAL FOR DSN TREATMENT)

PCR-DSN-F
5 TCCCTACACGACGCTCTT 3

PCR-DSN-R
5 GTTCAGACGTGTGCTCTT 3



INDEXED PCR PRIMERS

PCR-R-INDEX1
5 CAAGCAGAAGACGGCATACGAGAT- CGTGAT -GTGACTGGAGTTCAGACGTGTGCTCTT 3

PCR-R-INDEX2
5 CAAGCAGAAGACGGCATACGAGAT- ACATCG -GTGACTGGAGTTCAGACGTGTGCTCTT 3

PCR-R-INDEX3
5 CAAGCAGAAGACGGCATACGAGAT- GCCTAA -GTGACTGGAGTTCAGACGTGTGCTCTT 3

PCR-R-INDEX4
5 CAAGCAGAAGACGGCATACGAGAT- TGGTCA -GTGACTGGAGTTCAGACGTGTGCTCTT 3

PCR-R-INDEX5
5 CAAGCAGAAGACGGCATACGAGAT- CACTGT* -GTGACTGGAGTTCAGACGTGTGCTCTT 3

PCR-R-INDEX6
5 CAAGCAGAAGACGGCATACGAGAT- ATTGGC$ -GTGACTGGAGTTCAGACGTGTGCTCTT 3

PCR-R-INDEX7
5 CAAGCAGAAGACGGCATACGAGAT- GATCTG -GTGACTGGAGTTCAGACGTGTGCTCTT 3

PCR-R-INDEX8
5 CAAGCAGAAGACGGCATACGAGAT- TCAAGT -GTGACTGGAGTTCAGACGTGTGCTCTT 3

PCR-R-INDEX9
5 CAAGCAGAAGACGGCATACGAGAT- CTGATC -GTGACTGGAGTTCAGACGTGTGCTCTT 3

PCR-R-INDEX10
5 CAAGCAGAAGACGGCATACGAGAT- AAGCTA -GTGACTGGAGTTCAGACGTGTGCTCTT 3

PCR-R-INDEX11
5 CAAGCAGAAGACGGCATACGAGAT- CTAGCC -GTGACTGGAGTTCAGACGTGTGCTCTT 3

PCR-R-INDEX12
5 CAAGCAGAAGACGGCATACGAGAT- TACAAG# -GTGACTGGAGTTCAGACGTGTGCTCTT 3

PCR-R-INDEX13
5 CAAGCAGAAGACGGCATACGAGAT- TTGACT -GTGACTGGAGTTCAGACGTGTGCTCTT 3

PCR-R-INDEX14
5 CAAGCAGAAGACGGCATACGAGAT- GGAACT -GTGACTGGAGTTCAGACGTGTGCTCTT 3

PCR-R-INDEX15
5 CAAGCAGAAGACGGCATACGAGAT- TGACAT -GTGACTGGAGTTCAGACGTGTGCTCTT 3

PCR-R-INDEX16
5 CAAGCAGAAGACGGCATACGAGAT- GGACGG -GTGACTGGAGTTCAGACGTGTGCTCTT 3

PCR-R-INDEX17
5 CAAGCAGAAGACGGCATACGAGAT- GCGGAC -GTGACTGGAGTTCAGACGTGTGCTCTT 3

PCR-R-INDEX18
5 CAAGCAGAAGACGGCATACGAGAT- TTTCAC -GTGACTGGAGTTCAGACGTGTGCTCTT 3

PCR-R-INDEX19
5 CAAGCAGAAGACGGCATACGAGAT- GGCCTC -GTGACTGGAGTTCAGACGTGTGCTCTT 3

PCR-R-INDEX20
5 CAAGCAGAAGACGGCATACGAGAT- CGAAAC -GTGACTGGAGTTCAGACGTGTGCTCTT 3

PCR-R-INDEX21
5 CAAGCAGAAGACGGCATACGAGAT- CGTACG -GTGACTGGAGTTCAGACGTGTGCTCTT 3

PCR-R-INDEX22
5 CAAGCAGAAGACGGCATACGAGAT- CCACTC -GTGACTGGAGTTCAGACGTGTGCTCTT 3

PCR-R-INDEX23
5 CAAGCAGAAGACGGCATACGAGAT- ATCAGT -GTGACTGGAGTTCAGACGTGTGCTCTT 3

PCR-R-INDEX24
5 CAAGCAGAAGACGGCATACGAGAT- AGGAAT -GTGACTGGAGTTCAGACGTGTGCTCTT 3



QPCR PRIMERS

QPCR-LIB-F
5 AATGATACGGCGACCACCGA 3

QPCR-LIB-R
5 CAAGCAGAAGACGGCATACGA 3


INDEX SEQUENCES

1	ATCACG
2	CGATGT
3	TTAGGC
4	TGACCA
5	ACAGTG
6	GCCAAT
7	CAGATC
8	ACTTGA
9	GATCAG
10	TAGCTT
11	GGCTAG
12	CTTGTA
13	AGTCAA
14	AGTTCC
15	ATGTCA
16	CCGTCC
17	GTCCGC
18	GTGAAA
19	GAGGCC
20	GTTTCG
21	CGTACG
22	GAGTGG
23	ACTGAT
24	ATTCCT


THE INDICES ARE ALMOST COMPLETELY IDENTICAL TO THE ILLUMINA TRUSEQ ONES (ALTHOUGH THEIR NUMBERING IS PARTIALLY DIFFERENT), WITH THE EXCEPTION OF BARCODES 11 AND 19, WHICH ARE SLIGHTLY DIFFERENT FROM THEIR ILLUMINA COUNTERPART.
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